Short sequence repeats (SSRs) identified in transcripts of tea in dormancy

	SSR mining

	Total number of sequences examined: 
	57027

	Total size of examined sequences (bp): 
	29105685

	Total number of identified SSRs:
	7281

	Number of SSR containing sequences:
	6404

	Number of sequences containing more than 1 SSR:
	750

	Number of SSRs present in compound formation:
	278

	Distribution of SSRs in different repeat types

	Unit size
	Number of SSRs

	Mono-nucleotide 
	2259 (35.27%)

	Di-nucleotide 
	3367(52.57%)

	Tri-nucleotide 
	1589 (24.81%)

	Tetra-nucleotide 
	60 (0.93%)

	Penta-nucleotide
	5(0.07%)

	Hexa-nucleotide
	1 (0.015%)

	
	


